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Project title: The Population 
Study of Thunnus tonggol

(Bleeker, 1851) in the Southeast 
Asian Region.



Objectives
 To identify the level of genetic diversity of 

Thunnus tonggol (Longtail tuna) in the South 
China Sea and Andaman Sea.

 To identify the genetic structure of Thunnus 
tonggol (Longtail tuna) in the South China 
Sea and Andaman Sea waters by using 
mitochondrial DNA (mtDNA) displacement 
loop (D-loop) marker.



Why D-loop?
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Sampling sites





Schedule and timeline



Budget



Expected Outputs 

Activities reports, Annual Progress Reports (in form 
of analytical explanation which it shall covers 
progress, how, constraint, difficulties) 

Final report 

This study will be identified the level of genetic 
diversity of Longtail in the Southeast Asian region and 
theirs stock structure either one single stock or divided 
into a few stocks / management units. 
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